VNTR in the PDCD6-AHRR & AHRR gene
with repeating motif ACCATCCACGTAGCCCCTG (19)
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Supplementary Figure 5a: Detected VNTR with ¢ = 0.5 as outlier boundary constant.

VNTR in the ALK gene
with repeating motif AAGAAGGAG (9)
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Supplementary Figure 5b: Detected VNTR with ¢ = 1.5 as outlier boundary constant.




VNTR in the UBE2F-SCLY & SCLY gene
with repeating motif ACATGGGACCGCCC (14)
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Supplementary Figure 5c: Detected VNTR with ¢ = 2.0 as outlier boundary constant.

VNTR in the SYNE3 gene
with repeating motif GATGGGGATGGGGATTT (17)
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Supplementary Figure 5d: Detected VNTR with ¢ = 2.5 as outlier boundary constant.



